[Improved properties of systems for computer-assisted motility analysis].
For a number of years, computer-assisted methods have been employed for the motility analysis of spermatozoa. In addition to a number of advantages, such as short processing time and good reproducibility, they have certain shortcomings in the recognition and tracking of spermatozoa at high densities. For example, sperm cells and contaminating particles of the same size cannot be distinguished. The tracking of crossing sperm cell trajectories is also a problem. For this reason, procedures that are free from such shortcomings have been introduced. Their application leads to an improvement in the performance of computer-assisted semen analysis methods.